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CORRECTION

Correction to: Quantitative trait mapping in Diversity Outbred mice 
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Correction to:  Mammalian Genome  
https ://doi.org/10.1007/s0033 5-017-9730-7

The original article has been published with an incorrect 
text in Materials and Methods section. The corrected text 
should read as:

DO G10 cohort: male DO mice (n = 159; J:DO, JAX 
stock number 009376) and female DO mice (n  =  158) 
were obtained from the Jackson Laboratory (Bar Harbor, 
ME) as 148 sibling pairs (each pair of male and female are 
from same sire/dams but different litters) at 4 weeks of age. 
Mice were from outbreeding generation 10 (G10; received 
May 2012). The mice were individually housed with non-
irradiated pine bedding and provided with high-efficiency 

particulate air-filtered air and free access to food and water 
in a climate-controlled facility under a 12 h light/dark cycle 
at 22.2 ± 1.1 °C.

The original article can be found online at https ://doi.org/10.1007/
s0033 5-017-9730-7.
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