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Erratum to:

Chapter “A New Feature Selection Methodology

for K-mers Representation of DNA Sequences” in:

C. di Serio et al. (Eds.): Computational Intelligence Methods
for Bioinformatics and Biostatistics, LNCS,
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The original version of this chapter contained an error. The names of the authors
Giosu¢ Lo Bosco and Luca Pinello were inverted in the original publication. The
original chapter was corrected.

The updated original online version for this chapter can be found at
DOI: 10.1007/978-3-319-24462-4_9
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